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Zhiyuan 



4 



ENTERED 



<110> APPLICANT: GONG, 
LAM, Toong Jin 
JU, Bensheng 
XU, Yanfei 
HE, Jiangyan 
YAN Tie 

<120> TITLE OF INVENTION: CHIMERIC GENE CONSTRUCTS FOR GENERATION OF FLUORESCENT 

TRANSGENIC ORNAMENTAL FISH 
<130> FILE REFERENCE: 1781-0163P 
<140> CURRENT APPLICATION NUMBER: 09/913,898 
<141> CURRENT FILING DATE: 2001-11-27 
<150> PRIOR APPLICATION NUMBER: PCT/SG99/00079 
<151> PRIOR FILING DATE: 1999-01-14 
<160> NUMBER OF SEQ ID NOS : 24 
<170> SOFTWARE: Patentln Ver. 2.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 2480 
<212> TYPE: DNA 
<213> ORGANISM: Danio rerio 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: primer_bind 
<222> LOCATION: (97).. (120) 
<223> OTHER INFORMATION: CKl 
<220> FEATURE: 

<221> NAME/KEY: polyA_signal 
<222> LOCATION: ( 2446 )..( 2451 ) 
<400> SEQUENCE: 1 

ctctcctttg tgagcaacct cctccactca ctcctctctc agagagcact ctcgtacctc 60 
cttctcagca actcaaagac acaggcatc atg tea acc agg tct ate tct tac 

Met Ser Thr Arg Ser lie Ser Tyr 
1 5 
tec age ggt ggc tec ate agg agg ggc tac acc age cag tea gee tat 
Ser Ser Gly Gly Ser lie Arg Arg Gly Tyr Thr Ser Gin Ser Ala Tyr 

10 15 20 

gca gta cct gee ggc tct acc agg atg age tea gtg acc agt gtc agg 
Ala Val Pro Ala Gly Ser Thr Arg Met Ser Ser Val Thr Ser Val Arg 



CDS 
(90) 



(1586) 



primer_bind 
(66). .(85) 

CK2 



113 



161 



209 
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1^3 aac aag tac gag gat gag ate aac aag cgt get tec gta gag aat gag 


1^4 Asn Lys Tyr Glu Asp Glu He Asn Lys Arg Ala Ser Val Glu Asn Glu 
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112 Glu Leu Glu Ala Lys Val Asp Ala Leu Gin Asp Glu He Asn Phe Leu 
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127 cgc age cgt gec gag gca gag age tgg tac aaa cag aag ttt gag gag 1025 

128 Arg Ser Arg Ala Glu Ala Glu Ser Trp Tyr Lys Gin Lys Phe Glu Glu 

129 300 305 310 

131 atg cag age ace get ggt cag tat ggt gat gac etc cgc tea aca aag 1073 

132 Met Gin Ser Thr Ala Gly Gin Tyr Gly Asp Asp Leu Arg Ser Thr Lys 

133 315 320 325 

135 get gag att get gaa etc aac cgc atg ate gee cgc ctg cag aac gag 1121 

136 Ala Glu He Ala Glu Leu Asn Arg Met He Ala Arg Leu Gin Asn Glu 

137 330 335 340 

139 ate gat get gtc aag gca cag cgt gee aac ttg gag get cag att get 1169 

140 He Asp Ala Val Lys Ala Gin Arg Ala Asn Leu Glu Ala Gin He Ala 

141 345 350 355 360 

14 3 gag get gaa gag cgt gga gag ctg gca gtg aag gat gec aag etc cgc 1217 

144 Glu Ala Glu Glu Arg Gly Glu Leu Ala Val Lys Asp Ala Lys Leu Arg 

145 365 370 375 

147 ate agg gag ctg gag gaa get ctt cag agg gee aag caa gac atg gec 1265 

14 8 He Arg Glu Leu Glu Glu Ala Leu Gin Arg Ala Lys Gin Asp Met Ala 

;09 380 385 390 

Ml cgc cag gtc cgc gag tac cag gag etc atg aac gtc aaa ttg get ctg 1313 

lB2 Arg Gin Val Arg Glu Tyr Gin Glu Leu Met Asn Val Lys Leu Ala Leu 

J53 395 400 405 

135 gac att gag ate gec acc tac agg aaa ctg ttg gaa gga gag gag age 1361 
Jl.6 Asp He Glu He Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Ser 
J$7 410 415 420 

S.9 aga ctg tec age ggt gga get caa get acc att cat gtt cag cag acc 1409 
i^O Arg Leu Ser Ser Gly Gly Ala Gin Ala Thr He His Val Gin Gin Thr 
f61 425 430 435 440 

lib tec gga ggt gtt tea tct ggt tat ggt ggt age ggc tct ggt ttc ggc 1457 
±64 Ser Gly Gly Val Ser Ser Gly Tyr Gly Gly Ser Gly Ser Gly Phe Gly 
f% 5 445 450 455 

3^7 tac age agt ggc ttc age agt ggt ggg tea gga tac ggt agt gga tea 1505 
Tyr Ser Ser Gly Phe Ser Ser Gly Gly Ser Gly Tyr Gly Ser Gly Ser 



169 460 465 470 

111 gga ttc ggt tct gga tea ggg tat ggt gga ggc tec ate age aaa acc 1553 

172 Gly Phe Gly Ser Gly Ser Gly Tyr Gly Gly Gly Ser He Ser Lys Thr 

173 475 480 485 

175 agt gtc acc acc gtc age agt aaa cgc tat taa ggagaagece gcccaaaccc 1606 

176 Ser Val Thr Thr Val Ser Ser Lys Arg Tyr 

177 490 495 

179 ccagccgaca cagtttccaa ccttccttac ctgeaactag atcccttctg aaccttctta 1666 

180 cgactcaaac catctatggt gctatatttt agecagacag ctgtcccctg ttaatgagga 1726 

181 gatgtggacg atgattttta aagtacaaaa taagttttag attgttctgt gtgttgatgg 1786 

182 tagttacccg tatcatgeat ctcctgtctg gtggtgtcac tgecatttta aatcatcaac 1846 

183 ccaactacac taaaacgata ccaggaagaa tcgtgctcca agecactgaa tagtcttatt 1906 

184 tetgeactga tatgtacagg gaaagtgaga cacatagaaa ccactgtaac etaegtagta 1966 

185 ctatggtttc actggatcag gggtgtgcta tacaagttcc tgaatgtctt gtttgaatgt 2026 

186 tttgtgctgt tacaagctcc ctgctgtagt tttgetgact aatctgactt ttgtcatttt 2086 

187 gctatggctg tcagagttgg tttacctatt ttctataaaa tgtatatggc agtcagccaa 2146 

188 taactgatga caattgettg tgggctacta atgtccagtt acctcacatt caagggagat 2206 



file://C:\Crf3\Outhold\VsrI913898.htm 



4/11/02 




Page 4 of 9 




RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/913 , 898 



DATE: 04/11/2002 
TIME: 16:05:51 



Input Set : A:\2001-ll-12 1781-163P.txt 
Output Set: N:\CRF3\04112002\l913898.raw 



189 ctgttacagc aaaaaacagg cacaatggga tttatgtgga ccatccctcc ttaaccttgt 2266 

190 gtactttccg tgttggaagt ggtgactgta ctgccttaca cattcccctg tattcaactg 2326 

191 gcttccagag catattttac atccccggtt ataaatggaa aatgcaagaa aactgaaaca 2386 

192 atgttcaacc agatttattt ggtattgatt gacgagacac caacttgaaa tttgaataca 2446 

193 ataaatctga gaccacaaaa aaaaaaaaaa aaaa 2480 

196 <210> SEQ ID NO: 2 

197 <211> LENGTH: 498 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Danio rerio 
201 <400> SEQUENCE: 2 
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261 305 310 315 320 

263 Gly Asp Asp Leu Arg Ser Thr Lys Ala Glu lie Ala Glu Leu Asn Arg 

264 325 330 335 

266 Met lie Ala Arg Leu Gin Asn Glu lie Asp Ala Val Lys Ala Gin Arg 

267 340 345 350 

269 Ala Asn Leu Glu Ala Gin lie Ala Glu Ala Glu Glu Arg Gly Glu Leu 

270 355 360 365 

272 Ala Val Lys Asp Ala Lys Leu Arg lie Arg Glu Leu Glu Glu Ala Leu 

273 370 375 380 

275 Gin Arg Ala Lys Gin Asp Met Ala Arg Gin Val Arg Glu Tyr Gin Glu 

276 385 390 395 400 

278 Leu Met Asn Val Lys Leu Ala Leu Asp lie Glu lie Ala Thr Tyr Arg 

279 405 410 415 

281 Lys Leu Leu Glu Gly Glu Glu Ser Arg Leu Ser Ser Gly Gly Ala Gin 

282 420 425 430 

2 84 Ala Thr lie His Val Gin Gin Thr Ser Gly Gly Val Ser Ser Gly Tyr 

2JB5 435 440 445 

S$7 Gly Gly Ser Gly Ser Gly Phe Gly Tyr Ser Ser Gly Phe Ser Ser Gly 

2§8 450 455 460 

2§0 Gly Ser Gly Tyr Gly Ser Gly Ser Gly Phe Gly Ser Gly Ser Gly Tyr 

Ml 465 470 475 480 

233 Gly Gly Gly Ser lie Ser Lys Thr Ser Val Thr Thr Val Ser Ser Lys 

»4 485 490 495 

2$ 6 Arg Tyr 

|l9 <210> SEQ ID NO: 3 

TOO <211> LENGTH: 1589 

301 <212> TYPE: DNA 

Jhj2 <213> ORGANISM: Danio rerio 

344 <220> FEATURE: 

J0i5 <221> NAME/KEY: CDS 

KSj6 <222> LOCATION: (86).. (1231) 

3^8 <220> FEATURE: 

3j|9 <221> NAME/KEY: primer_bind 

iTb <222> LOCATION: (6).. (26) 

311 <223> OTHER INFORMATION: MCK2 

313 <220> FEATURE: 

314 <221> NAME/KEY: primer_bind 

315 <222> LOCATION: (20).. (38) 

316 <223> OTHER INFORMATION: MCK1 

318 <220> FEATURE: 

319 <221> NAME/KEY: polyA_signal 

320 <222> LOCATION: ( 1534 )..( 1539 ) 

322 <400> SEQUENCE: 3 

323 cctatttcgg cttggtgaac aggatctgat cccaaggact gttaccactt ttgttgtctt 60 

325 ttgtgcagtg ttagaaaccg caatc atg cct ttc gga aac acc cac aac aac 112 

326 Met Pro Phe Gly Asn Thr His Asn Asn 

327 1 5 

329 ttc aag ctg aac tac tea gtt gat gag gag tat cca gac ctt age aag 160 

330 Phe Lys Leu Asn Tyr Ser Val Asp Glu Glu Tyr Pro Asp Leu Ser Lys 
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i * a in thp Senuence Listing- 
use of n and/or Xaa bffJ^gSS aco^spS^g Use of „ an d/or Xaa has been detected in the Sequence listing. 
Review the Sequence List m g to msw <m> ^ of ^ ^ ce Listing to insure a ' ^respon ding^ 

explanation is presented hi i trie explanation presented m the <220> to <223- t». ws 

sequence using n or Xaa. ^ • ■ - ■ . 
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